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^ SEQUENC^.LI STING 



<110> UEMURA, Hidetoshi 
OKUI, Akira 
KOMINAMI, Katsuya 
YAMAGUCHI, Nozomi 
MITSUI, Shinichi 



<120> 


PROTFTN py PRFc:c;Tr)N VFTTOR AND n^F THFRFOF 


<130> 


UEMURA=8 


<140> 


09/856, 050 


^ J. X ^ 




<150> 


JP 10/331515 


^ -L w> X 


1 QQQ_ 1 1-90 


<150> 


PCT/JP99/06474 


<151> 


1999-11-19 


<160> 


22 


<170> 


Patentin version 3,1 


<210> 


1 


<211> 


117 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc feature 


<223> 


Designed oligonucleotide to construct plasmid 


<400> 


1 



aagcttggct agcaacacca tgaatctact cctgatcctt acctttgttg ctgctgctgt 60 
tgctgccccc tttcaccatc accatcacca tgacgacgat gacaaggatc cgaattc 117 



<210> 2 

<211> 117 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<223> Designed oligonucleotide to construct plasmid pTrypHis 



<400> 2 

gaattcggat ccttgtcatc gtcgtcatgg tgatggtgat ggtgaaaggg ggcagcaaca 



60 



gcagcagcaa caaaggtaag gatcaggagt agattcatgg tgttgctagc caagctt 



117 
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<210> 


3 


<211> 


15 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<223> 


Designed oligonucleotide 




ence 


<400> 


3 


ttggtgcatg gcgga 


<210> 


4 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc feature 


<223> 


Designed oligonucleotide 




ence 


<400> 


4 


ggaattcact tggcctgaat 


<210> 


5 


<211> 


26 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


mi sc_f eature 


<223> 


Designed oligonucleotide 




TrypHis/Neurosin 


<400> 


5 


ctaagcttga cgacgatgac aagttg 


<210> 


6 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


6 



15 



20 



26 
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tcctcgagac ttggcctgaa tggtttt 27 

<210> 7 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<223> Designed oligonucleotide primer to amplify a portion of plasmid p 
TrypHis/Neurosin 

<400> 7 

ccaagcttca ccatcaccat caccat 26 

<210> 8 
<211> 99 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<223> Designed oligonucleotide to construct plasmid pSecTrypHis 
<400> 8 

aagcttggct agcaacacca tgaatctact cctgatcctt acctttgttg ctgctgctgt 60 
tgctgccccc tttgacgacg atgacaagga tccgaattc 99 

<210> 9 
<211> 99 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<223> Designed oligonucleotide to construct plasmid pSecTrypHis 
<400> 9 

gaattcggat ccttgtcatc gtcgtcaaag ggggcagcaa cagcagcagc aacaaaggta 60 
aggatcagga gtagattcat ggtgttgcta gccaagctt 99 

<210> 10 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetic 
<220> 

<221> inisc_f eature 

<223> Designed oligonucleotide primer to amplify a portion of plasmid p 
SecTrypHis/Neurosin 

<400> 10 

gcgctagcag atctccatga atctactcct gatcc 35 

<210> 11 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<223> Designed oligonucleotide primer to amplify a portion of plasmid p 
SecTrypHis/Neurosin 

<400> 11 

tgaagcttgc catggaccaa cttgtcatc 29 

<210> 12 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<223> Designed oligonucleotide primer to amplify a portion of plasmid p 
TrypSigTag 

<400> 12 

gcacagtcga ggctgat 17 



<210> 


13 


<211> 


17 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc feature 


<223> 


Designed oligonucleotide 




FBTrypSigTag 
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<400> 


13 




caaatgtggt 


atggctg 


<210> 


14 




<211> 


672 




<212> 


DNA 




^ O T O -"^ 
<^ U> 


Homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(1) . 


. (672) 


<223> 






<400> 


14 




ttg gtg 


cat 


ggc gga 


Leu Val 


His 


Gly Gly 


1 




5 


gcc etc 


tac 


acc teg 


Ala Leu 


Tyr 


Thr Ser 






20 


cca ctg 


tgg 


gtc etc 


Pro Leu 


Trp 


Val Leu 




35 





17 



10 15 



25 30 



48 



96 



144 



40 45 

gtc ttc ctg ggg aag cat aac ett egg caa agg gag agt tec eag gag 192 

Val Phe Leu Gly Lys His Asn Leu Arg Gin Arg Glu Ser Ser Gin Glu 

50 55 60 

cag agt tet gtt gtc egg get gtg ate eac cct gac tat gat gee gcc 240 

Gin Ser Ser Val Val Arg Ala Val lie His Pro Asp Tyr Asp Ala Ala 

65 70 75 80 

age eat gac cag gac ate atg ctg ttg ege ctg gea ege cca gee aaa 288 

Ser His Asp Gin Asp lie Met Leu Leu Arg Leu Ala Arg Pro Ala Lys 
85 90 95 

etc tet gaa etc ate cag cec ett ecc ctg gag agg gac tgc tea gcc 336 

Leu Ser Glu Leu lie Gin Pro Leu Pro Leu Glu Arg Asp Cys Ser Ala 

100 105 110 

aac ace ace age tgc cac ate ctg ggc tgg ggc aag aea gea gat ggt 384 

Asn Thr Thr Ser Cys His lie Leu Gly Trp Gly Lys Thr Ala Asp Gly 

115 120 125 

gat ttc cct gac acc ate cag tgt gea tac ate cac ctg gtg tee cgt 432 

Asp Phe Pro Asp Thr He Gin Cys Ala Tyr He His Leu Val Ser Arg 

130 135 140 

gag gag tgt gag cat gcc tac cct gge eag ate ace cag aac atg ttg 480 

Glu Glu Cys Glu His Ala Tyr Pro Gly Gin He Thr Gin Asn Met Leu 

145 150 155 160 

tgt get ggg gat gag aag tac ggg aag gat tee tgc cag ggt gat tet 528 

Cys Ala Gly Asp Glu Lys Tyr Gly Lys Asp Ser Cys Gin Gly Asp Ser 
165 170 175 

ggg ggt ceg ctg gta tgt gga gac cac etc cga gge ett gtg tea tgg 576 

Gly Gly Pro Leu Val Cys Gly Asp His Leu Arg Gly Leu Val Ser Trp 
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180 185 190 

ggt aac ate ccc tgt gga tea aag gag aag eea gga gte tac ace aae 624 
Gly Asn lie Pro Cys Gly Ser Lys Glu Lys Pro Gly Val Tyr Thr Asn 
195 200 205 

gte tgc aga tac aeg aac tgg ate caa aaa aee att cag gee aag tga 672 
Val Cys Arg Tyr Thr Asn Trp lie Gin Lys Thr lie Gin Ala Lys 
210 215 220 

<210> 15 

<211> 223 

<212> PRT 

<213> Homo sapiens 

<220> 

<223> Synthetic 
<400> 15 

Leu Val His Gly Gly Pro Cys Asp Lys Thr Ser His Pro Tyr Gin Ala 
15 10 15 

Ala Leu Tyr Thr Ser Gly His Leu Leu Cys Gly Gly Val Leu lie His 
20 25 30 

Pro Leu Trp Val Leu Thr Ala Ala His Cys Lys Lys Pro Asn Leu Gin 
35 40 45 

Val Phe Leu Gly Lys His Asn Leu Arg Gin Arg Glu Ser Ser Gin Glu 
50 55 60 

Gin Ser Ser Val Val Arg Ala Val lie His Pro Asp Tyr Asp Ala Ala 
65 70 75 80 

Ser His Asp Gin Asp lie Met Leu Leu Arg Leu Ala Arg Pro Ala Lys 
85 90 95 

Leu Ser Glu Leu lie Gin Pro Leu Pro Leu Glu Arg Asp Cys Ser Ala 
100 105 110 

Asn Thr Thr Ser Cys His lie Leu Gly Trp Gly Lys Thr Ala Asp Gly 
115 120 125 

Asp Phe Pro Asp Thr lie Gin Cys Ala Tyr lie His Leu Val Ser Arg 
130 135 140 

Glu Glu Cys Glu His Ala Tyr Pro Gly Gin lie Thr Gin Asn Met Leu 
145 150 155 160 

Cys Ala Gly Asp Glu Lys Tyr Gly Lys Asp Ser Cys Gin Gly Asp Ser 
165 170 175 
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Gly Gly Pro Leu Val Cys Gly Asp His Leu Arg Gly Leu Val Ser Trp 
180 185 190 



Gly Asn lie Pro Cys Gly Ser Lys Glu Lys Pro Gly Val Tyr Thr Asn 
195 200 205 



Val Cys Arg Tyr Thr Asn Trp lie Gin Lys Thr lie Gin Ala Lys 
210 215 220 



<210> 


16 


<211> 


135 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) . 


<223> 




<400> 


16 



atg gag aca gac aca etc ctg eta tgg gta ctg ctg ete tgg gtt eea 48 

Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 

1 5 10 . 15 

ggt tee aet ggt gac gcg gee eag eeg gee agg cgc gcg cgc cgt aeg 96 

Gly Ser Thr Gly Asp Ala Ala Gin Pro Ala Arg Arg Ala Arg Arg Thr 

20 25 30 

aag ctt eae eat eac cat cac eat gae gac gat gac aag 135 
Lys Leu His His His His His His Asp Asp Asp Asp Lys 
35 40 45 

<210> 17 

<211> 45 

<212> PRT 

<213> Homo sapiens 

<220> 

<223> Synthetic 
<400> 17 

Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
15 10 15 

Gly Ser Thr Gly Asp Ala Ala Gin Pro Ala Arg Arg Ala Arg Arg Thr 
20 25 30 

Lys Leu His His His His His His Asp Asp Asp Asp Lys 
35 40 45 

<210> 18 
<211> 120 
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<212> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> 
<223> 



CDS 

(1) . . (120) 



<400> 18 

atg aat eta etc ctg ate ctt aee ttt gtt gca get get gtt get gee 

Met Asn Leu Leu Leu lie Leu Thr Phe Val Ala Ala Ala Val Ala Ala 
15 10 15 



48 



cee ttt gat gat gat gae aag ttg gtg eat ggc aag ett cac eat eae 
Pro Phe Asp Asp Asp Asp Lys Leu Val His Gly Lys Leu His His His 
20 25 30 



96 



cat cac cat gae gac gat gac aag 
His His His Asp Asp Asp Asp Lys 

40 



120 







35 




<210> 


19 




<211> 


40 




<212> 


PRT 




<213> 


Homo sapiens 




<220> 






<223> 


Synthetic 




<400> 


19 



Met Asn Leu Leu Leu lie Leu Thr Phe Val Ala Ala Ala Val Ala Ala 
15 10 15 



Pro Phe Asp Asp Asp Asp Lys Leu Val His Gly Lys Leu His His His 
20 25 30 



His His His Asp Asp Asp Asp Lys 
35 40 



<210> 
<211> 
<212> 



<220> 
<223> 

<400> 



20 
6 

PRT 



<213> Artificial Sequence 



Synthetic 
20 



Leu Val Pro Arg Gly Ser 
1 5 



<210> 21 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthetic 

<400> 21 

lie Glu Gly Arg 
1 



<210> 22 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 22 

Glu Asn Leu Tyr Phe Gin 
1 5 



Page '9 



